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The ONLY scientific event in 2008 that brings 
together discovery technology, biomarkers, 
molecular diagnostics and molecular theranostics
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• �Learn about advances in miRNA prediction, detection, 
and analysis methods

• �Explore Next Generation Sequencing technologies 
being used in novel applications

• �Evaluate various miRNA purification and labeling 
methods for how they may impact downstream 
activity and analysis

Three Comprehensive and Interrelated Conference Tracks

Organized by

•� �Gain scientific knowledge for development of 
effective patient stratification schema

• �Hear about new research into miRNA, imaging, 
metabolomic, and proteomic biomarkers and how 
they inform diagnosis of a range of diseases

• �Learn how functional RNAi molecules are being 
translated from markers into therapeutics

• �Learn about companion diagnostics, third world 
diagnostics, commercialization of microarray-based 
molecular diagnostics for personalized medicine 
applications, and biomarker and molecular diagnostic 
reimbursement

•� �Hear viewpoints and updates on the regulatory 
environment important to molecular diagnostic 
development and success in the clinic

• �Enhanced topical integration across all three 
conference tracks

• �Latest RNAi discoveries and developments 
impacting biomarkers, molecular diagnostics and 
molecular therapeutics

• �Increased emphasis on maximizing success in the 
reimbursement of new-to-market biomarkers and 
molecular diagnostics

Sequencing and  
Detection Technologies Molecular Diagnostics

Biomarkers Special Attractions

October 20-22, 2008 
Manchester Grand Hyatt San Diego • San Diego, CA

PLUS! Three pre-conference workshops addressing critical process and workflow issues
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OVER 600 ATTENDEES

 More than 70 Presentations 

New Companion Diagnostics and 
Reimbursement Sessions  
and Roundtable Discussions

Broad Coverage of Developments 
in Next Generation Sequencing

The ONLY scientific event in 2008 that brings together 
discovery technology, biomarkers, molecular diagnostics 
and molecular theranostics

October 20-22, 2008 
Manchester Grand Hyatt San Diego • San Diego, CA

Isidore Rigoutsos, Ph.D., 
Manager, Bioinformatics & Pattern 
Disc. Group, Comp. Biology Center, Deep 
Computing Institute, IBM Thomas J 
Watson Research Center

Keynote Presentations

Scott Patterson, Ph.D., 
Executive Director, Medical Sciences,  
Amgen Inc.

Richard Naples,  
Vice President, 
Corporate Regulatory Affairs,  
BD Medical –  
Pharmaceutical Systems

Mahendra Rao, MD, Ph.D., 
Vice President, Research, Stem 
Cells and Regenerative Medicine, 
Invitrogen Corporation

Dietrich Stephan, Ph.D.,  
Co-founder and CSO, Navigenics,  
Director & Senior Investigator,  
Neurogenomics Division, Translational  
Genomics Research Institute

Bernhard Palsson, Ph.D., 
Galetti Professor of Bioengineering 
and Adjunct Professor Medicine, 
University of California at  
San Diego

David Persing, MD, Ph.D., 
Executive Vice President,  
Chief Medical and  
Technology Officer,  
Cepheid

Thomas Cebula, Ph.D., 
Director, Office of Applied  
Research & Safety Assessment, 
CFSAN, FDA

Evidence of Expanded Regulatory 
Activity for Animal microRNAs

Application of Biomarkers for Early 
Decision Making and Patient Selection

Regulation of Emerging 
Diagnostics

miRNA Expression  
in Stem Cells

Assessing Genetic Risk  
Factors for Common  
Human Diseases

Global Reconstruction of the Human 
Metabolic Network based on 
Genomic and Bibliomic Data

Democratizing Molecular 
Diagnostics: the Challenge of 
Implementing New Technology

Chips, SNPs,  
and Microbial  
Attribution

Three Comprehensive and 
Interrelated Conference Tracks
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IBC Life Sciences has been the leading provider of conferences on microarray technologies, biomarkers and molecular diagnostics for many 
years and with great success. Drawing upon our 15th Annual Chips to Hits®, 7th Annual Biomarkers, and 7th annual Molecular Diagnostics 
meetings, we have developed the Discovery2Diagnostics Conference & Exhibition to reflect recent changes in these industries and to capture 
opportunities presented by the fast-paced developments in technologies and research throughout the discovery to diagnostics spectrum. 

We have expanded the scope of this meeting to include more RNAi related research and development as it effects sequencing and 
detection technologies, biomarkers and molecular diagnostics, recent work to deliver point-of-care (or near POC) molecular diagnostics 
and sessions with panel discussions on related regulatory and reimbursement issues. The challenges experienced by those involved in the 
Discovery2Diagnostics spectrum and the enabling breakthroughs that bridge the gap between biomarkers and molecular diagnostics in the 
R&D setting and the clinic will also be explored.

New Event Features
• �Scientific presentations on a range of diseases including: cancer, 

stroke, ALS, obesity, malaria, HPV, cardiovascular disease, cystic 
fibrosis, and more

• �Just released MAQC-II September 2008 presentation and the  
latest ERCC activities

• �Latest report from the Chair of The Secretary’s Advisory 
Committee on Genetics, Health, and Society (SACGHS)

• �Expanded coverage of hot topics in RNAi

• �Interactive session on strategies for companion  
diagnostic development

• �Informed viewpoints from industry insiders on  
the best approaches for biomarker and molecular  
diagnostic reimbursement

• �Find out how novel proteomic analysis technologies are being 
used in biomarker discovery efforts

• �Explore how Systems Biology informs biomarker discovery and 
validation in many settings

• �New presentations on how functional genomics is being used to 
identify novel RNAi biomarkers

• �Discover the new mass spectrometric approaches used to identify 
novel biomarkers from tissue samples

• �Uncover how biomarker pipelines can be expanded by using 
massively parallel sequencing to identify functional genomic 
biomarkers

• �Use the new online Partnering System: see who is attending, 
pre-schedule one-on-one meetings, develop relationships, and 
explore potential partners/collaborators

3 In-Depth Pre-Conference Workshops
1: �Meeting High Throughput  

Microarray Challenges
Using microarray-based 
technologies in the HTP setting 
can present challenges that may 
become costly bottlenecks. This 
workshop will present strategies 
for addressing several of these 
challenges.

Exhibit Hall & Networking
The exhibit hall will feature more than 50 companies offering products and services as 
well as over 80 poster presentations. You will enjoy an interactive and informative learning 
experience through the many high quality scientific session talks, poster presentations, 
high-level strategy forums, roundtable discussions, networking lunches and reception. 
This event is THE place to hear from and interact with world-renowned academics 
and industry thought leaders on topics and issues key to the development of 
sequencing and detection technologies, biomarkers, and molecular diagnostics.

Synergizing new technologies,  
novel research, key clinical data,  
and bold development strategies  

for clinical success

2: In Silico Biomarker Validation 
Biomarker discovery and validation is a 
very complex, expensive and extensive 
undertaking. Systems biology as 
well as other in silico methods can 
link key existing data with an in silico 
context that can help to validate new 
biomarkers. This workshop will explore 
some of these approaches.

3: �Automated Sample Preparation Methods
A potential limiting factor for any HTP 
process throughout discovery and validation 
is the efficient preparation of large numbers 
of samples. Methods for creating large 
quantities of unique reagents used in next 
generation sequencing and sample prep 
methods that feed into many different types 
of downstream assays will be discussed.



Agenda at a Glance

Monday, October 20, 2008�
7:30 am Registration and Morning Coffee

Pre-Conference Workshops 

8:20 am -  
11:30 am

Workshop A 
Meeting High Throughput Microarray Challenges

Workshop B 
In Silico Biomarker Validation

Workshop C 
Automated Sample Preparation Methods

Main Conference 

Sequencing & Detection Technologies Molecular Diagnostics Biomarkers

12:30 pm -  
2:20 pm

Short RNA Prediction and Detection Diagnostics Regulatory Dynamics Biomarkers: Discovery, Validation & Efficacy

Keynote Presentation 
Evidence of Expanded Regulatory Activity 	

for Animal microRNAs 
Isidore Rigoutsos, Ph.D., Manager, 

Bioinformatics & Pattern Disc. Group, Comp.  
Biology Center, Deep Computing Institute,  
IBM Thomas J Watson Research Center

Keynote Presentation 
Regulation of Emerging Diagnostics

Richard Naples, Vice President, Corporate 
Regulatory Affairs, BD Medical -  

Pharmaceutical Systems

Keynote Presentation 
Application of Biomarkers for Early Decision 

Making and Patient Selection
Scott Patterson, Ph.D., Executive Director,  

Medical Sciences, Amgen

2:20 pm Technology Workshops Sponsored by: Illumina, Inc. and Whatman, Inc.

3:00 pm Networking Coffee Break

3:30 pm–  
5:20 pm Proteomic Analysis Technologies Point-of-Care Diagnostics

miRNA Biomarkers
Keynote Presentation 

 miRNA Expression in Stem Cells
Mahendra Rao, MD, Ph.D., Vice President, 

Research, Stem Cells and Regenerative Medicine, 
Invitrogen Corporation

Tuesday, October 21, 2008� Exhibit/Poster Hall Hours: 9:50 am - 6:30 pm

7:30 am Registration and Morning Coffee

8:00 am -  
9:50 am

Genomic Variation Global Molecular Diagnostics Integrating Systems Biology into  
Biomarker Discovery

Keynote Presentation 
Assessing Genetic Risk Factors for 	

Common Human Diseases 
Dietrich Stephan, Ph.D.,  

Co-founder and CSO, Navigenics, Director &  
Senior Investigator, Neurogenomics Division,  
Translational Genomics Research Institute

Keynote Presentation 
Democratizing Molecular Diagnostics: the 

Challenge of Implementing New Technology
David Persing, MD, Ph.D.,  

Executive Vice President, Chief Medical and 
Technology Officer, Cepheid

Keynote Presentation 
Global Reconstruction of the Human Metabolic 
Network based on Genomic and Bibliomic Data

Bernhard Palsson, Ph.D., Galetti Professor of 
Bioengineering and Adjunct Professor Medicine, 

University of California at San Diego

9:50 am Networking Coffee Break and Opening of Exhibit/Poster Hall

10:30 am -  
11:30 am Next Generation Sequencing

Molecular Diagnostics for Infectious Diseases
Keynote Presentation 

Chips, SNPs, and Microbial Attribution	
Thomas Cebula, Ph.D., Director, Office of Applied 

Research & Safety Assessment, CFSAN, FDA

Imaging Biomarkers

11:30 am Technology Workshop Sponsored by: Illumina, Inc.

12:10 pm Networking Luncheon, Exhibit and Poster Viewing

1:25 pm - 2:30 pm Next Generation Sequencing (continued) Novel Microarray Applications  
in Molecular Diagnostics Functional Analysis of Potential Biomarkers

2:30 pm Networking Coffee Break, Exhibit and Poster Viewing

3:15 pm Technology Workshops Sponsored by: Agencourt Bioscience Corp. and Roche Applied Science. 

3:55 pm -5:20 pm Next Generation Sequencing (continued)
Strategies for Synchronizing Companion 

Diagnostics Development with  
Drug Development

Metabolomic Biomarkers

5:30 pm Networking Cocktail Reception in Exhibit and Poster Hall / Poster Competition Winner Announcement

Wednesday, October 22, 2008� Exhibit/Poster Hall Hours: 9:35 am - 4:00 pm

8:00 am - 9:35 am Commercialization of Microarrays for Diagnostic and Personalized Genetics Applications Proteomic Biomarkers

9:35 am Networking Coffee Break, Exhibit and Poster Viewing
10:30 am - 
12:00 am Technology Standards Pathways to Biomarker and Diagnostics Reimbursement

12:00 pm Networking Luncheon, Exhibit and Poster Viewing

1:25 pm - 2:30 pm Emerging Technologies Pathways to Biomarker and Diagnostics Reimbursement (continued)

2:30 pm Networking Coffee Break, Exhibit and Poster Viewing

3:00 pm - 4:00 pm Novel Technologies and Arrays Molecular Diagnostics Nearing the Clinic Extending RNAi into Therapeutics
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Pre-Conference Workshops� Monday, October 20, 2008

	 4	 Visit www.discovery2diagnostics.com for up-to-date information on this event

Workshop A
Meeting High Throughput 

Microarray Challenges

7:30 Registration and Morning Coffee

	 8:20 	Workshop Leader’s Opening Remarks
Mike Damore, Ph.D., Principal Scientist, 
Medical Sciences, Amgen

	 8:30  	Challenges of Using Microarrays in 
a Clinical Trials
Amgen has recently completed microarray analysis 
of PAXgene samples from a large clinical trial. 
Proper collection and handling of PAXgene tubes 
at clinical sites combined with appropriate RNA 
isolation protocols was shown to be important for 
the generation of microarray quality RNA. High 
throughput microarray labeling and hybridization 
was then required to successfully process the 
needed arrays prior to database lock. The difficulties 
and successes of these steps will be examined.
Mike Damore, Ph.D., Principal Scientist, 
Medical Sciences, Amgen Inc.

	 9:00  	High Throughput, High Density 
and Focused Custom Array 
Measurement of mRNA and 
miRNA From Any Sample, 
Including Archived FFPE
mRNA/miRNA-based diagnostic assays of fixed 
(FFPE) tissue samples are needed.  Development 
at both the high density array and focused assay 
stages is facilitated by testing archived FFPE 
samples, enabling retrospective studies on samples 
with known patient outcomes. Clustering of genes 
from high density array dose response data is also 
very powerful. Results from lysis-only, highly 
precise, custom microplate-based quantitative 
Nuclease Protection Assay analysis, performed 
as a high density array target identification assay 
will be discussed, together with validation using 
focused microplate-based assays.
Bruce Seligmann, Founder, CSO and Vice 
President R&D, High Throughput Genomics, Inc.

	 9:30	 Analysis by Design:  First Steps to 
Improving Assay Performance
An often overlooked tool to improve the relative 
performance of any high throughput technology 
is selection or alteration of the primary signal 
processing workflow to fit an assays specific intent.  
This talk will describe the benefits of designing 
primary signal processing steps (background, 
normalization, summarization, etc.) around the 
intended purpose of the experiment and how this 
can have a significant impact on concordance 
across platforms and overall performance.
Charlie Johnson, Ph.D., President,  
BioMath Solutions

	 10:00	 Networking Coffee Break
	 11:00	 Panel Discussion with 	

Workshop Speakers
Mike Damore, Ph.D., Principal Scientist, 
Medical Sciences, Amgen Inc.
Bruce Seligmann, Founder, CSO, and Vice 
President, R&D, High Throughput Genomics, Inc.
Charlie Johnson, Ph.D., President,  
BioMath Solutions

	 11:30	 End of Workshop

	 8:20	 Workshop Leader’s Opening Remarks
Lucila Ohno-Machado, Ph.D., Associate 
Professor, Radiology, Brigham and Women’s 
Hospital, Harvard Medical School

	 8:30	 Validation of Breast 	
Cancer Biomarkers
Determining whether a potential biomarker is 
specific for breast cancer or simply a marker 
of acute disease remains a challenge. Use of 
high-throughput gene expression and protein 
quantification technologies to characterize 
biomarkers has been widely reported. Many 
hypothetical biomarkers, based on little data, 
cannot be validated in further experiments. 
We describe the use of public repository data 
to develop a more robust biomarker prediction 
and validation process.
Lucila Ohno-Machado, Ph.D., Associate 
Professor, Radiology, Brigham and Women’s 
Hospital, Harvard Medical School

	 9:15	 A Systems Biology Approach for 
Pathway Level Analysis
A common challenge in the analysis of genomics 
data is trying to understand the underlying 
phenomenon in the context of all interactions 
taking place on various pathways. Existing 
pathway analysis methods fail to take into 
consideration important biological aspects and 
may provide incorrect results. Using a systems 
biology approach, we developed an impact 
analysis that includes classical statistics and also 
considers other important biological factors.
Sorin Draghici, Ph.D., Associate Professor, 
Computer Sciences, Wayne State University

	 10:00	 Networking Coffee Break
	 11:00	 Panel Discussion with 	

Workshop Speakers
Lucila Ohno-Machado, Ph.D., Associate 
Professor, Radiology, Brigham and Women’s 
Hospital, Harvard Medical School
Sorin Draghici, Ph.D., Associate Professor, 
Computer Sciences, Wayne State University

	 11:30	 End of Workshop

	 8:20	 Workshop Leader’s Opening 
Remarks
Joanne Horn, Ph.D., Staff Scientist,  
Microchip Biotechnologies

	 8:30	 Use of Automated Template 
Preparation for Next-Generation 
DNA Sequencing
To address upstream process bottlenecks, 
automated production of templates is being 
developed to feed next generation DNA 
sequencing platforms. One means for 
generating the large numbers of templates 
needed is to use massively parallel cartridge-
microfluidics technologies that generate 
bead-bound bar-coded, single-stranded 
DNA templates. These templates are then 
subjected to emulsion-phase PCR that employs 
microfluidically-engineered emulsions followed 
by further downstream processing. The high 
throughput generation of templates addresses 
some of the upstream bottleneck issues.
Joanne Horn, Ph.D., Staff Scientist,  
Microchip Biotechnologies

	 9:15	 MALDI Imaging and Mass 
Spectrometry Identification of 
Colorectal Cancer Biomarkers 
MALDI (IMS) imaging of colorectal 
biomarkers in clinical tissue samples for 
proteomic classifi¬cation may provide greater 
sensitivity than histopathology, which alone 
may underestimate the extent of metaplastic 
or malignant disease.  Verification of MALDI 
images requires either ‘top-down’ proteomics, 
FTMS or ‘bottom-up’ Hitachi nanoflow LCMS. 
A multiplexed sample preparation methodology 
was used to capture various analytes for these 
assays. MALDI imaging visualized protein loci 
in the tissue and the use of LCMS and FTMS 
protein identification verification of these 
biomarkers may be more reliable than either 
technique alone.
Paul Pevsner, MD, Professor, Pharmacology, 
New York University School of Medicine

	 10:00	 Networking Coffee Break

	 11:00	 Panel Discussion with 	
Workshop Speakers
Joanne Horn, Ph.D., Staff Scientist, 	
Microchip Biotechnologies
Paul Pevsner, MD, Professor, Pharmacology, 
New York University School of Medicine

	 11:30	 End of Workshop

Workshop B
In Silico Biomarker Validation

Workshop C
Automated Sample  

Preparation Methods




